Resources:

Sequencing Technology and Application Overview:

[llumina sequencing method and applications:
http://www.illumina.com/applications/sequencing.html

PacBio sequencing technology and applications:

http:/ /www.pacificbiosciences.com/

PacBio Isoform sequencing tutorial:
http://files.pacb.com/Training/lsoformSequencinglsoSegOverview/
story.htmlhttps://github.com/TomSkelly/MatchAnnot

NGS file format and specifications:

FASTQ- http://en.wikipedia.org/wiki/FASTQ format

FASTA- http://en.wikipedia.org/wiki/FASTA_format

SAM- http://samtools.github.io/hts-specs/SAMv1.pdf

BAM- http://genome.ucsc.edu/FAQ/FAQformat.html - format5.1
BED - http://genome.ucsc.edu/FAQ/FAQformat.html - formatl
VCF - http://www.1000genomes.org/node/101

NGS QC Tools:
http://omictools.com/quality-control-c1230-p1l.html

NGS Alignment Software Tools:
http://en.wikibooks.org/wiki/Next_Generation_Sequencing_ (NGS)/A
lignment
http://omictools.com/de-novo-splice-aligners-c314-pl.html
Germline Variant Analysis Software Tools:
http://omictools.com/germline-calling-c180-p1.html
Somatic Variant Callers:
http://omictools.com/somatic-calling-c179-p1l.html

Variant Annotation Software Tools:
http://omictools.com/variant-annotation-c104-p1l.html




